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Recombinant Chromosomes

Recombination Mapping
Goal: Find markers located on each side of target gene
How: Find recombination break points between markers
  Result: Gene is located between markers 
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Pto is located on the YAC!!!
Next? �nd the gene
How? �nd cDNA (expressed RNA)
that cosegregates with Pto 
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Map-based Cloning: Qualitative Trait
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Map-based Cloning: Quantitative Trait
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Goal of Map-Based Cloning
     *Link Phenotype to Genotype
     *Discover gene that controls phentype
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