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M. haemolytica is Genotype 1-commonly present as normal commensal
genotyped by matrix-
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Peak masses published in Loy-Clawson Study:
Loy, J. D., & Clawson, M. L. (2017). Rapid typing of Mannheimia haemolytica major genotypes 1 and 2 using
MALDI-TOF mass spectrometry. Journal of Microbiological Methods, 136, 30-33.
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